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Équipe BioComputing ◦ Analysis and Control of Large Models

Approximation of the Dynamics
[Paulevé et al., Mathematical Structures in Computer Science, 2012]

[Folschette et al., Theoretical Computer Science, 2015a]
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Équipe BioComputing ◦ Analysis and Control of Large Models

Leucine Reaction Network
[Allart et al., Computational Methods in Systems Biology, 2019]
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Équipe BioComputing ◦ Diabetes Prediction

Gastro-Intestinal Anatomy
[https://foodandhealth.com/digestive-diseases-awareness/]

[Baud et al., Cell Metabolism, 2016]

Gastro-intestinal anatomy Roux-En-Y Gastric Bypass
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Équipe BioComputing ◦ Diabetes Prediction

Effects of Bariatric Surgery
Courtesy of Pattou and coll.

Glucose homeostasis restored by bariatric surgery
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Équipe BioComputing ◦ Diabetes Prediction

Glucose Flux
[Dalla Man et al., IEEE Transactions on Biomed. Eng., 2007]
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Équipe BioComputing ◦ Machine Learning

Learning Models from Execution Traces
[Ribeiro et al., Inductive Logic Programming, 2018] (ACEDIA)
[Ribeiro et al., Inductive Logic Programming, 2017] (GULA)
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